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OOCNIAXEHHA MIKPO®DJIOPU YPOTEHITAJIbHOIO TPAKTY XIHOK
3A A OMOMOroro METOAY NipP

JAHiNpoBCbKUI HaLiOHaNbHUM YHiBepcuTeT iMeHi Onecsa NH4yapa (M. AHinpo)

JocnigxeHHs BUKOHaHI y pamkax peanizauii 3a-
BOAHb Aepxo6ioaxeTHoi Temn Ne1-294-15 «CTpykTyp-
HO-(YHKLIOHaNbHI  BNACTUBOCTI NPUPOOHUX MIKPO-
GioueHo3iB Ta MexaHidaMu 6ionoriyHoi Aii MiKpoOHMX
npenapariB».

BcTtyn. ChorogHi npobnema iHbeKL,l yporeHitasnb-
HOro TPaKTy Yy XiHOK Habyna ocob6aMBOi akTyasibHOCTI.
Lle 06ymMOBNIEHO TUM, WO 3a AAHUMU YUCIIEHHUX [O0-
CnigXeHb, 3a OCTaHHI Kifbka poKiB 3HA4YHO 3pocna ix
nowmpeHicTb. MNpn uboMy BiAMIHYAETLCHA NepeBakaHHs
ManoCUMNTOMHUX | NAaTEHTHUX HOPM, LLIO YCKNAOHIOE
[iarHoCTuKy i nikyBaHHA. Lle, y CBOW 4epry, crnpuse
noganblliOMy MOLUMPEHHIO HDEKLIN YyPOreHiTanbHOro
TpakTy cepen HaceneHHs [13,14].

Buposuin cknag, mikpodaopm XiHOYMX CTaTEBUX OP-
raHiB gocuTb cTabinbHWin. MeBHi BiAMIHHOCTI 06yMOB-
JIEeHi BiKOM, BariTHICTIO, $a30t0 MEHCTPYaNbHOIO LINKITY.
MopoXxHMHA MaTK1, MaTKOBUX TPYO i SEYHUKIB Y HOPMI
ctepunbHi [1]. HopmanbHa mMikpodnopa XiHo4mx cTa-
TEBMX OpPraHiB HaA3BMYANHO PIBHOMAHITHA | NpeacTaB-
nieHa aepobHUMK, dakynbTaTUBHUMM Ta aHaePOBHUMN
MiKpOOpraHiamMamu, Npu4yoMy aHaepobu y BUOOBOMY i
KiNIbKICHOMY BigHOLUEHHI AOMiHYIOTb [2,15]. Y 87-100%
300POBUX XIHOK PENPOAYKTUBHOIO BiKy BUSIBASIOTb
aepoObHi MikpoopraHiamn. 3 HUX NepeBaxHO BUSIBIISA-
I0Tb NnakTobakTepii (45-88%), cTtpenTtokokn (53-68%),
€eHTEPOKOKMN (27-32%), Koaryna3oHeratmeHi ctadino-
kokn (34-92%). Mpn BUHUKHEHHI ypaXeHb CTaTeBUX
wnaxis y noHag 90% BCiX BMNAOKiB BUSBNSAOTb YPO-
naToreHHi MikpoopraHiamu, §iki BiGHOCATLCS B nepLly
4yepry 0o rpamMHeraTtvBHUX GakTepin — NpencTaBHUKIB
poanHn Enterobacteriaceae (Proteus spp., Klebsiella
spp., Enterobacter spp., Serratia spp.), Acinetobacter
spp., Pseudomonas aeruginosa, i 3 rpaMno3nTUBHUX
Enterococcus spp., Staphylococcus saprophyticus
[10].

Mikpo6Ha ¢ropa peryntoe poboTy BCbOro OpraHia-
MY, TOMY BUBYEHHS ii CKNafy Ma€e BENMKE 3HA4YEHHS ANs
MO>XMBOCTI NONepemXeHHs iHeKLUIn, y TOMy Ynchi i
CEYOBUBIOHMX LUNAXIB, WO NOCigalnTb NPOBIAHE MicLe Y
CTPYKTYPI iHWMX IHPEKLINHUX 3aXBOPIOBaHb XIiHOK.

3a J0onoMOrot AKICHOI Ta LBWAKOI AiarHOCTUKMU,
AKY MOXHa 34INCHUTK 3a OOMOMOro MeToay rnoJime-
pa3HOi NaHLIOroBoi peakujii MOX/IMBO NEerko BUSABU-
TN XBOPOOY HaBiTb B NAaTEHTHUIA nepiod. TomMy sikicHa
Ta CBO€YacHa fjarHoCcTuka iHMEKUIMHNX OOCATHEeHHS
yCniWHOI NpodinakTukmM Ta NikyBaHHA iHOEKLiNHNX 3a-
XBOptoBaHb [9].

MeTa pocnipg>KeHHs: BU3HAYUTW cknag Mikpodo-
PV YPOreHiTanbHOro TPakTy XIHOK 32 AOMOMOrolo Me-
TOLY NONIMepPasHOi JTaHLOroBOI peakLuii npu Nigo3pi Ha
iHDeKLiHEe ypaXeHHS.
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0O06’ekT i meToau pocnimkeHHsa. [na peanisauii
MeTn poboTn ob6cTexeHo OGionoriyHmin maTepian (3i-
CKpibkKM eniTenianbHUX KNITUH 3 MNiXBU, YpPeTpu, LLepBi-
KasibHOro kaHasy), skuii 6yno otpumMaHo Big, 135 xiHok
BikoM Big, 16 no 56 pokiB. JocniokeHHs BUMKOHaHI Ha
6asi MonekynspHo-reHeTnyHoi nadopatopii MPL, TOB
«HesanexHa nabopatopisa IHBITPO» 3 BUKOpPUCTaAHHAM
meTtony MNP. Ona gocnimkeHHs 6ionoriyHOro matepi-
any BUKOPUCTAHO TecT-cuctemy «Demodnop-CkpuH»
(TOB «HMO OHK-TexHonorus», P®) ta amnnigikatop
OT-96/0T-322 (TOB «HIMO OHK-TexHonorus», P®)
B pexumi Real time, wo no3sonse otpumaTty MOBHY
KiNIbKICHY XapakTepucTumky Mikpodnopm nixsn ta gude-
peHujloBaTn cTaH ¢idionoriyHoi piBHOBaru T1a amMcobak-
Tepio3dy. BusHavanu ogHovacHy nNpuUCyYTHICTb 30yaHUW-
KiB IHPEKLINHMX 3aXBOPIOBAHb Ta YMOBHO-MATOMEHHNX
MikpoopraHiamis (YINM) y cknagi mikpodnopu nixsu.
CtaH mikpodnopu BU3Ha4anu BignosigHO 0O KpUTEPIiB,
HaBeOeHWX Y IHCTPYKLIi 1,0 BUKOPUCTaHHS TeCT-Habopy
[8] Ta 3aranbHUX KNiHIYHKX KpuTepiiB [11], BiANOBIAHO
00 SKNX BUSIBIEHHS NMATOrEeHHUX MIKPOOPraHi3amiB BU-
3HaYanm 9K iHOekLiHe ypaxeHHs, a BUSBJIEHHS YMOB-
HO-NAaTOreHHMX MIKPOOPraHi3MiB OKPEMO PO3LiHIOBa-
nocs a9k ancbios.

CratucTnyHy 06pobKy peadynbTaTiB 3A4ilicHIoBanmu 3
BUKOPUCTaHHAM nporpamu Origin Lab 7.5 Pro.

Pesynbratn pocnigkeHb Ta X 0OroBOpPEHHS.
Mpw ob6¢cTexeHHi 135 xiHok 3a agornomoroto metoay MNJ1P
3 BMKOPUCTaHHAM TecT-cucteMmn «Pemodnop-ckpuH»
XiHOK ©ynn YMOBHO MOAINEHO Ha Tpu BikOBI rpynu: | —
>XiHKM BikoM Big, 16 oo 25 pokis, Il — XiHKK BikOM Bifg, 26
0o 42 pokis, Il - Big 43 0o 56 pokiB, y SK1MX NPOBOANIN
BU3HAYEHHS cknany MikpobioTn yporeHiTanbHOro Tpak-
Ty (Tabn.).

Bigomo, wo no cknagy mikpodaopu B HOPMi MO-
XYTb BXOOUTU aHaepOoOHi rpaMHeraTuUBHI Nannyku poay
Fusobacterium i rpamHeratmBHi Koku poay Veillonella.
Cepepn, TpaH3UTOPHUX MIKPOOPraHi3aMiB MixBW YacTille
3a iHWNX BAAETLCA BUAINNTM KOarynas3oHeraTmeHi cta-
dinokoku i B nepuly yepry Staphylococcus epidermidis.
Kpim Toro, Corynebacterium spp., Bacteroides spp.,
Prevotellaspp., Mycoplasmahominis, npuCyTHi BMOMip-
Hil KinbkocTi (80 4 KYO/mMn) [3,12]. HacTinbkuy X 4acTo,
ane B MEeHLUIiN KinbKOCTi 3ycTpivatoTb Micrococcus spp.,
Propionibacterium spp., Veillonella spp., Eubacterium
spp. MopiBHAHO piako (MeHLW Hix y 10% ob6CcTexeHux)
BuaBnaTb Clostridium spp., Bifidobacterium spp.,
Actinomyces spp., Fusobacterium spp., Ureaplasma
urealyticum, Staphylococcus aureus, Neisseria spp.,
E. coli ta iHwi konigpopmHi 6Gaktepii; Mycoplasma
fermentans, Candida spp. Mycoplasma hominis i
Gardnerella vaginalis BuciBaloTb 3 martepiany 10-75%
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Tabnuua.
YacToTa BUSBNeHHs 30yAHUKIB ypaXXeHb
YPOreHiTasbHOro TPakTy XIHOK Pi3HUX
BikoBux rpyn (n=135)

Hassa aGyannka BikoBa kaTeropis

16-25 | 26-42 | 43-56
O6niraTHo-aHaepobHi MikpoopraHiamMu
Gardnerellavaginalis | 24,3% | 231% | 22,2%
Hpix>xxenonibHi rpudun
Candida spp. | 196% | 28,2% | 24,8%
Mikonnasmu
Mycoplasma hominis 7,3% 8,1% 18,2%
Ureaplasma spp. 18,2% 16,4% 9,3%
[MaToreHHi MikpoopraHiamm

Trichomonas vaginalis 5,8% 2,4% 1,8%
Chlamydia trachomatis 6,2% 5,3% 3,4%
Neisseria gonorrhoeae 2,4% 1,6% 1,9%

300POBMX XiHOK 6e3 Byab-aKOoi KJiHiYHOT cumMnTomMaTn-
ku [4,5].

Y Hawmx AOCNIOXEeHHAX NMpPU 0OCTEXEHHI XiIHOK 3a
nonomoroto metony JIP 3 petekuielo pesynbraTis
B PEXWMi peanbHOro 4acy 3 BMKOPUCTAHHSIM TecT-
cuctemn «Pemodnop-ckpuH» cepep, KiHOK Pi3HOro pe-
NpoAyKTUBHOro Biky 6yno BuaineHo 108 wramis ymoB-
HO-MaTOreHHMX Ta NaTOreHHMX MiKPpOOpPraHi3mis.

Cepep | BikoBoi rpynu (16-25 pokiB) y 6inbLuiii Kinb-
KocTi 6ynu BuAaineHi npeactaBHukn popy Gardnerella
vaginallis (24,3%), Candida spp. (19,6%) TaUreaplasma
spp. (18,2%). Y Il BikoBin rpyni (26-42 pokiB) Takox
NepeBaXKHO BUSABMIIOBAHUMUK TpynamMm MIKPpOOpPraHis-
MiB 6ynu apixmxonofidHi rpudu poay Candida spp.
(28,2%), G. vaginallis (23,1%) Ta Ureaplasma spp.
(16,4%). Y Ill Bikogil rpyni (43-56 pokiB) y Hanbinb-

Wwin kinbkocTi 6yno BuaineHo Candida spp. (24,8%), G.
vaginallis (22,2%) Ta Mycoplasma hominis (18,2%).

LlikaBo BigmiTuTK, WO G. vaginalis y BCix rpynax Bu-
ABNSNacs NPakTMYHO 3 OAHAKOBOIO YaCTOTOIO, WO Mif-
TBEPOXXYE ii pOSb y PO3BUTKY AMCOIOTUYHMX PO3nafiB y
>XIHOK Pi3HOro BiKy. TakoX cnifg, BigMITUTK, WO YacToTa
BUSIBNIEHHS KaHOWA, Yy XiHOK Candida spp. 6yna 3Ha4HO
BULLLOKO Y XiIHOK cTapLumx Bikosux rpyn Il i lll. Take 3Ha-
YHe BUAiNeHHs apixaxonoaibHnx rpnbie poay Candida
SPP. Y XIHOK Pi3HKMX BiporigHO MoXe OyTu NoB’a3aHo 3i
3HWXKXEHHAM IMYHHOIO CTaTyCy, 3MEHLUEHHSIM 3aXUCHUX
CWJT MaKpOOPraHi3aMy Ta HasiBHICTIO abo NepeHeCceHHsM
XPOHIYHNX 3aXBOptOBaHb [6,7].

BucHoBku

1. 3 BMKOpUCTaHHAM TecT-cuctemn «Demodnop-
CkpuH» Oyno BCTaHOBMEHO, WO Yy cknagi Mikpobio-
TW YPOreHiTasrlbHOro TPaKTy XIHOK PenpoayKTUBHOIMO
Biky mepeBaxHO BusBnsaTbCa G. vaginalis — 23,2%,
Candida spp. — 24,2%, Ureaplasma spp. — 14,6% ta M.
hominis - 11,2%.

2. 3 naToreHHMx MIKpoOopraHi3amiB y OKpPeEMUX BU-
nagkax BuadHadanu: Trichomonas vaginalis — 3,3%,
Chlamydia trachomatis — 4,9%, Neisseria gonorrhoeae
-1,9%.

MepcnekTuBn noganblwinx AaocnigXkeHb. Jocni-
LDKEHHSA MiKpodnopu penpoayKTUBHUX LUNAXIB 3 METOIO
BUSIBNIEHHS Pi3HMX MIKPOOpPraHiaMiB npu 6e3cMMnToM-
HOMY HOCINCTBI € OOHUM 3 KJIIOYOBUX NUTaHb Cy4acCHOI
KNiHIYHOT MeauUMHW, WO AO03BONSE BUSABUTU iHpEK-
LiINHWIA npouec i po3noyaTy MOro BY4aACHE NiKyBaHHS.
Ocob6nMBOro 3HaA4YeHHN y LbOMY CEHCi HabyBae Mone-
KYNSIPHO-reHeTnYHa aiarHocTuKa, 30kpema, MeTog, no-
niMepasHOoi NaHUIOroBoi peakuji, Wo A03BOSISE BU3HA-
YNTW HASIBHICTb HE NNLLE BaXKOKYNbTUBOBaHMX HOPM, a
TakoX MPUCYTHICTb MIKPOOPraHi3MiB y HagManux Kinb-
KOCTsX. Bce ue Bkadye Ha HEOOXigHICTb MoAanbLIOro
30iICHEHHS MOHITOPUHIY iHOEKUIMHNX Ta HeiHdeKLIn-
HUX YPaXXeHb PEMPOAYKTMBHOIO TPAKTY.
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AOCNIAKEHHSA MIKPODJIOPU YPOTEHITAJIbBHOIO TPAKTY XIHOK 3A IONMNOMOIroto METOAY NMJ1P

Ceiima O. €., BopoHkosa O. C.

Pestome. 3 BukopucTaHHam TecT-cuctemun «@emodnop-CkpuH» y cknaai Mikpodnopu yporeHiTaibHOro TpakTy
XXIHOK PenpoayKTUBHOIO Biky Npu Nigo3pi Ha iIHDEeKLINHEe ypaXeHHsI NoOKa3aHO nepeBaXxaHHs HACTYNHUX YMOBHO-Ma-
TOreHHUX Ta NaToreHHMx MikpoopraHiamie: G. vaginalis — 23,2%, Candida spp. — 24,2%, Ureaplasma spp. — 14,6%,
M. hominis — 11,2%, T. vaginalis — 3,3%, C. trachomatis — 4,9%, N. gonorrhoeae — 1,9%.

Kniouosi cnoBa: pemodnop-ckpuH, nonimepasHa naHLUIorosa peakuis, Mikpodnopa yporeHiTanbHOro TpakTy,
SKIHKN.
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UCCJNIEAOBAHUE MUKPODJIOPbl YPOTEHUTAJIBHOIO TPAKTA XXEHLUUH C MOMOLLbIO METOOA
nupe

Cenima O. E., BopoHkoBa O. C.

Pestome. C ncnonb3oBaHneM Tect-cucteMbl «Pemodnop-CkprH» B cOCTaBe MUKPODIOPbI YPOreHUTanbHOro
TpakTa XeHLUMH penpoaykTUBHOro BO3pacTa Npu nogo3peHnn Ha MHPEKLIMOHHOE NMopaxeHne nokasaHo npeobna-
[aHne CnefyoLLmx YCIOBHO-NATOreHHbIX M MaTOreHHbIX MUKPOOpraHnamoB: G. vaginalis — 23,2%, Candida spp. —
24,2%, Ureaplasma spp. — 14,6%, M. hominis — 11,2%, T. vaginalis — 3,3%, C. trachomatis — 4,9%, N. gonorrhoeae
-1,9%.

KnioueBble cnoBa: GemModnop-CKpUH, NoMMepasHas LernHasa peakums, MMkpodopa yporeHUTanbHoro Tpak-
Ta, XXEHLLMHBI.
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THE STUDY OF MICROFLORA OF UROGENITAL TRACT OF WOMEN BY PCR METHOD

Seima O. Ye., Voronkova O. S.

Abstract. Today the problem of infections of the urogenital tract of women has become very urgent. This is due
to the fact that according to numerous studies, over the past few years their prevalence has significantly increased.
The prevalence of hidden and latent forms, which complicates the diagnosis and treatment. This, in turn, contributes
to the further spread of infections of the urogenital tract among the population. In the event of injury of the genital
tract, in more over 90% of all cases uropathogenic microorganisms are detected. First of all are the gram-negative
bacteria — representatives of family Enterobacteriaceae (Proteus spp., Klebsiella spp., Enterobacter spp., Serratia
spp.), Acinetobacter spp., Pseudomonas aeruginosa, and gram-positive Enterococcus spp., Staphylococcus
saprophyticus, and obligate pathogenic microorganisms. Microbial flora regulates the state of the whole organism,
so studying its composition have a great importance for the prevention of infections, including the urinary tract, which
occupy a leading place in the structure of other infectious diseases of women. With the help of qualitative and rapid
diagnostics, which can be carried out using the polymerase chain reaction method, it is possible to easily detect the
disease, even in the latent period. Therefore, qualitative and timely diagnosis of infectious achievement of successful
prevention and treatment of infectious diseases.

The aim of the research was to determine the composition of the micro flora of the urogenital tract of women by the
polymerase chain reaction method if the infectious lesion is suspected. For the realization of the aim of the research,
the biological samples (scrap of epithelial cells from the vagina, urethra, cervical canal), which was obtained from 135
women aged 16to 56 years, were examined. To test biological material using the Real time PCR method, the test system
“Femoflor-Skrin” was used. During the examination of biological material from women, 108 strains of opportunistic
and pathogenic microorganisms were isolated. Among the first age group (16-25 years old), representatives of the
genus Gardnerella vaginallis (24.3%), Candida spp. (19.6%) and Ureaplasma spp. (18.2%) were identified. In the
second age group (26-42 years), also the most frequently detectable groups of microorganisms were yeast-like fungi
of the genus Candida spp. (28.2%), G. vaginallis (23.1%) and Ureaplasma spp. (16.4%). In the third age group (43-
56 years) Candida spp. was identified in the largest number (24.8%), G. vaginallis (22.2%) and Mycoplasma hominis
(18.2%). It is interesting to note that G. vaginalis in all groups was almost the same frequency, which confirms its role
in the development of dysbiosis in women of all ages. It should also be noted that the yeast detection rate for Candidia
spp. was significantly higher in women of the older age groups Il and lll. Research of reproductive micro flora with the
purpose of detection of various microorganisms at asymptomatic carrier is one of the key issues of modern clinical
medicine, which allows to identify the infectious process and start its timely treatment. Main importance in this sense
is acquired by molecular genetic diagnostics, in particular, the method of polymerase chain reaction, which allows to
determine the presence of not only severely-cultivated forms, as well as the presence of microorganisms in excessive
quantities.

Keywords: femoflor-screen, polymerase chain reaction, micro flora of urogenital tract, women.
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